wEHE

Conference Schedule

19:30-20:10 PT1  Jeffrey Ross-Ibarra Small but mighty: meiosis cheats, pseudogenes,
I e 2 B 540K ) and the evolution of SRNA in maize
Yedl o1

20:10-20:50 PT2 PR KEGEARLK REEZXEWEE
(fera gl k)

08:45-09:25 PT3 KB R ZEHROT NS B BR AR (Rl Y £
(el kgD

09:25-10:05 PT4  James Whelan A four-dimensional spatial transcriptome atlas of

barley caryopsis development and germination

(BT K2 uncovers dynamic, multi-scale transcript
heterogeneity

10:35-10:55 ITI RIAT TR AR B A i S (R A H 8 5 8 A
CE RO R 2D

10:55-11:15 IT2 T TR ST 111 43 PR B 7
bR RHE R %D

11:15-11:35 IT3 ZErE FooKAR Fod B I B 14 3 AL L AT
(M KED

11:35-11:50 ST1 FH R E Natural variations of ZmRLRI mediates root

. . lodging resistance of maize by regulating root
= N R4 ETE 2
Cp AR B E AT T ascorbate and auxin homeostasis

VI



11:50-12:05 ST?2 IFEH Actin-interacting protein ZmAIP1 in regulating
the development of sclerenchyma to promote stalk
(AL RMENEE ) thickening in maize
13:30-14:10  FpfiRE FRA: BRUR
13:30-14:10 PT5 SRR Signaling of plant NLR immune receptors: from
. . resistosomes to second messengers
(PIHIA) ¢
14:10-15:25  LRERE 2 ERHAN B/ A
FARBRREHRB AL EAS 1T
(ST3-ST6;: LT1-LT5)
14:10-14:25 ST3 x| g Optimizing thiamine pyrophosphate metabolism
b el o) enhances crop yield and quality
14:25-14:40 ST4 Xl F 4= ZmTCP23 regulates leaf angle and tassel branch
angle formation in maize by modulating LG/
(Hemg Lk R A7) expression and ABA catabolism
14:40-14:55 ST5 i 15 Exploring novel genetic mechanisms regulating
maize tillering by QTL fine mapping and long read
CPU b K2 sequencing
14:55-15:10 ST6 T E Dissection of the molecular mechanism of ZmNF-
., N YCi2 lating plant height trait i i
Cre el et ) regulating plant height trait in maize
15:10-15:25  POSTER LIGHTNING TALKS
LTI RRME L5 AR 2B R 5 5 5 VIR BT FT T
The chromosome-level genome assembly of a high protein inbred (JSHNOI)
provides insights into understanding the mechanisms underlying enhanced
nitrogen uptake efficiency in maize
LT2 E SN2 QIR | 8 S S N
Inactivation of a Lysine-Histidine Transporter-1 gene confers southern leaf
blight resistance in maize
LT3 Oy CEMVEEZ SR
Gene mining and functional analysis of amino acids in maize kernel
LT4 E O HAERMBHECR )
Predicted protein 3D structure provides essential insights into the genetic
mechanisms underlying phenotypic diversity in maize
LTS B CRERRIRE)

VII



A NAC-EXPANSIN module enhances maize kernel size by controlling nucellus

elimination
15:25-16:35
16:35-17:55 HE#HE 3
FARREIE EE e E
(IT4-IT7)
16:35-16:55 IT4 ok
(hEFFEAFRAFD
16:55-17:15 IT5 Va2
CHE RO R 2D
17:15-17:35 IT6 pulf=di]
(AR
17:35-17:55 IT7 by WIS

CP AL R A7)
19:30-21:30

R IERSH (RS EIRAEE SRR 5 &K

ERA: BRK

SRR E S T EMT G5 R

Design of cis-regulatory DNA sequences by Al for
synthetic biology

SET IR 2 31 0 K IE B ALFY B4 1T Bt 5
AT

Genetic basis of Agrobacterium-mediated
transformation in maize embryos

R B A GRS E R AL

19:30-20:40  AMVHES / E A SMNHTIHEAN FRA: REX

19:30-19:40 £ BHEBUHIRS)  TAEML K e

Wz 28 E RV 0 A BR 2 7]

19:40-19:50 T At 2 UL ARV L DR AH 2 i e 7 R T RE ALY BT

FEERNRIR CRED ARAH

19:50-20:00 X34
T e A D HARAT BR 2 7]
20:00-20:10 = WM
Mz Fll G ot

20:10-20:20 A2 BRI
Molecular Plant

20:20-20:30 R

Journal of Genetics and Genomics
20:30-20:40 =i
Stress Biology

20:40-22:00 ZHFLLYL

E 30 GBTS 2[RI 7 BB RAE FOKThREFE R 2
I8 S5 8 P i A

Pl BB RN S e 5 B
Spotlighting on maize research published in
Molecular Plant

Publishing with Journal of Genetics and Genomics

All about stress and anti-stress

VIII



08:20-09:00 PT6 e
(R ] 7 R 5% s =)
09:00-09:40 PT7 H F

CHE Ak K22

T R T A R BT S

TR AR R AT 4295 R

10:00-10:20 IT8 SExiig
SO YA DED!
10:20-10:40 IT9 ¥ F

Cr FE AR VAR 22 e A= D B AR TE T

10:40-11:00 IT10 REEF
R EARO K2

11:00-11:20 IT11 * #
(PEIERAMBHL D

11:20-11:35 ST7 JAH
CHR B ROV Bt 7T

11:35-11:50 STS EX S
CRBUAON R

11:50-12:05 ST9 W2 BE
i ALK %)

TR AL/ IR R AL 5 M 2 ek Th fig

e oK N e T A R A% R A AL

RPN IRAL 7 BRI Bt

Identification and functional dissection of genes
regulating southern leaf blight resistance in maize

DSD1/ZmICEb Regulates Stomatal Development
and Drought Tolerance in Maize

LIGULELESSI1-mediated alternative splicing
regulation coordinates maize defense against aphid
infestation

Regulation of phosphorus absorption and southern
corn rust resistance by LES33 in maize

13:30-14:10 PT8
(R ELLR)

s

TR LA i 445 P 36 2 P ) 735 WL




14:10-14:30 IT12 ErxkR OGRS IR aE RSN
CAEE TR MEL 22D
14:30-14:50 IT13 B = FIF DH A1 GS H AN A6 5 b - 34 5 K 5 61

G L e o DI

14:50-15:05 ST10 WA Evaluation and Genetic Analysis of Kernel
. Dehydration in Maize
CPAEAR MBI ) Y
15:05-15:20  POSTER LIGHTNING TALKS
LT6 FRAEME (b EAER D
Molecular Mechanism by Which ZmWAK Regulates MAPK Signaling Pathway
to Mediate Resistance to Head Smut in Maize
LT7 ZFE (P E AR BRI T
T KR ZR 1 5 3 PR 2 4 5 20 4% 0 45 A
LTS EE G AR R
S ZmBETI 2 5 T KR K M P E R BB 7T
LT9 LA ChE &R
Genetic modification of a yield-increasing gene facilitates the yield
improvement of maize varieties
LT10 KK CRABAR R

15:20-16:40

Integrative physiology, transcriptome, and metabolome analysis reveals
pathways and the key gene ZmARF27 involved in vigor loss during artificial
aging of maize seeds

R IEAST (RS ERIEE SRR 5 REK

16:40-17:50  HIRE 6 ERFA: Bk

ERZARERMNBE |
(IT14-IT15; ST11-ST12)

16:40-17:00 IT14 FHRER Atypical E2F Transcription Factors Couple

Polycomb Repressive Complex 2 to Endosperm

GATRG 42l A2z Cell Division and Differentiation

17:00-17:20 IT15 SR o K FE DRI 4% e 21 T AL RN D
bR




17:20-17:35 ST11 Vi Direct in situ epigenetic consequences of genetic
GHEP A variations

17:35-17:50 ST12 FHRER The Fiel-PRC2 complex regulates H3K27me3
deposition to balance endosperm filling and

CHh ERFE= R oy TR B ANHT 0D development

08:20-08:40 IT16 T & TR A 1 42 5 TR R
( E BRI AL 5 K B A= T

08:40-09:00 IT17 DN A sucrose ferulate cycle linchpin for feruloylation
L% A2s) of arabinoxylans in plant commelinids
09:00-09:15 ST13 FbRAE Decoding nucleosome-resolution 3D chromatin
R RO ) organization and enhancer-promoter loops in plants
09:15-09:30 ST14 ZERRgE ZmEMF1a-PRC1 mediated H3K27 trimethylation
deposition inhibits endosperm cell proliferation and
R R K22 promotes normal cell differentiation

09:50-10:30 PT9 ZHiE TP BT R A
CHRE bR BE D

10:30-11:10 PT10 FRIRAE TEVIPU 1 5 3 S 45
(PEABRARBIE K ED

#&JE: PT: Plenary Talk; IT: Invited Talk; ST: Short Talk; LT: Poster Lightning Talk.




