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Schedule of Reports (April 22-25)
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Maize kernel development: Still much to learn!

The Gene Balance Hypothesis: How regulatory gene
stoichiometries affect expression, the phenotype and
evolutionary processes
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Deciphering the signaling pathways of receptor-like
proteins/kinases in maize meristem, which potentially
benefits for crop yields

ZmTF7 functions as a core regulator that links ABA
signaling to starch synthesis in maize endosperm

Gene duplication at the Fascicled earl locus controls the
fate of inflorescence meristem cells in maize

Integrating transcriptome, co-expression and QTL-seq
reveal metabolism of flavonoids and auxin associated with
the primary root development in maize
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Carotenoids modulate kernel texture in maize by
influencing amyloplast envelope integrity
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Genetic basis of kernel starch content decoded in a maize
multi-parent population

ENB1-mediated flange CWI formation of transfer cells
regulates endosperm fate in maize
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Polyploidy, asexuality and the sorts of diversity necessary
to explain plant macroevolution
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The genetic diversity of maize and its functions
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Next-Generation BSA for rapid and high-throughput
cloning of functional genes in maize
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A genetic and metabolic roadmap to fresh flavor of waxy
maize

Extensive imprinting polymorphism of transcript in maize
endosperm
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A Teosinte-derived Allele of a MYB Transcription
Repressor Confers Multiple Disease Resistance in Maize
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Natural variation of amino acid metabolism confers maize
cold tolerance
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Mapping regulatory variants controlling gene expression in
drought response and tolerance in maize

A wall-associated kinase ZmWAK-RLK confers
quantitative resistance to gray leaf spot in maize

Molecular Mechanism of miR408a-Zmhdz9 Module in
Regulating Maize Root Response to Drought Stress

A natural antisense transcript acts as a negative regulator
for the maize drought stress response gene ZmNAC48
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Paternal haploid induction technology in crops
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Functional Genomics Studies Accelerate Molecular
Breeding in Maize

Maize Phenomics Technologies: from Field to Cell
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